Blood-based detection of early-stage colorectal cancer using multiomics and machine learning
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BAC KG. », O U ND Figure 2. AI-EMERGE® Study Design (NCT03688906) Figure 4. CRC sensitivity is high in distal and proximal tumors Figure 7. CRC sensitivity was higher for the multiomics blood test versus plasma CEA
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When compared to other blood-based tests, our multiomics blood test demonstrated higher sensitivity for
Unknown 4 (12.5%) N/A - In AI-EMERGE®, stool collection was optional. Only 52% of subjects who provided a blood sample CRC vs plasma ctDNA (90% vs. 47%]) or plasma CEA (91% vs 31%) at comparable or better specificity
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» The multiomics blood test demonstrated 100% sensitivity and 96% specificity for CRC, whereas FIT achieved

Figure 3. Sensitivity was high in both early (I/11) and late (11l/IV) stage CRC' for the 67% sensitivity and 96% specificity, consistent with previous reports (74% sensitivity and 95% specificity)®
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+ The objective of this study was to assess the performance of our multiomics blood test in prospectively

collected CRC samples and colonoscopy-confirmed negative controls by combining tumor- and . . . .
non-tumor-derived (e.g., immune) signals from cfDNA, epigenetic, and protein biomarkers Specificity = 4% Figure 6. CRC sensitivity was higher for the multiomics blood test versus plasma ctDNA
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