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Evaluation of a sensitive blood test for the detection of colorectal advanced adenomas in
a prospective cohort using a multiomics approach
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INTRODUCTION STUDY DESIGN AND METHODS CONCLUSIONS

- Blood tests for colorectal cancer (CRC] with high sensitivity and specificity can improve Figure 4. Study design and methods - Our novel multiomics blood test detected
adherence, facilitate early detection, and ultimately reduce mortality from CRC

As previously reported, our multiomics blood test detects early-stage (I/Il) CRC at a colorectal AAs from a predomlnantlg average-
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+ AA sensitivity improved with increasing lesion
throughput multiplexed assays i~

- To date, blood tests that rely on tumor-derived cell-free DNA (cfDNA) methylation signatures 8 . ;
size and was consistent across location and

alone have shown limited sensitivity for AAs’
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Figure 1. Multiomics blood test detects Figure 2. CRC-specific mortality reduction neural networks and regularized logistic regression Colonoscopy Negative Controls Potential Biological Sources o .
early-stage CRC' is impacted far more by adenoma was performed (n=122) (n=420) * By combining signatures from both tumor-
Previousl dd sensitivity than by CRC sensitivit and non-tumor (e.g., immune]) derived
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RESULTS

*It samples with unknown stage were tested, 3 were classified correctly

Figure 5. Multiomics blood test achieved 41% AA sensitivity at 90% specificity Figure 7. Multiomics detected twice as many AAs as cfDNA methylation or CEA only
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Figure 6. AA sensitivity was similar across size, histology, and location REFERENCES
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* A multiomics approach that complements tumor-derived signals with non-tumor-derived signals +  Performance was similar across histological subtypes, with the exception of sessile serrated lesions AA Sensitivity (A)
can better address the inherent limitations of a strategy focused on only a single assay + Higher sensitivity was observed for proximal versus distal lesions Whiskers show 95% confidence interval for sensitivity
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